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HELLENIC SOCIETY FOR COMPUTATIONAL

Association (HeCrA) BIOLOGY AND BIOINFORMATICS



HeCrA-HSCBB16
Κοινό Συνέδριο της Ελληνικής Κρυσταλλογραφικής Εταιρίας (8o HeCrA) & της Ελληνικής Εταιρείας Υπολογιστικής Βιολογίας και Βιοπληροφορικής (11o HSCBB)
Πληροφορίες για την εγγραφή HeCrA-HSCBB16 μπορείτε να βρείτε στην ιστοσελίδα του συνεδρίου www.hecra-hscbb16.org. 
Γλώσσα συνεδρίου: Αγγλικά

Κεντρικοί ομιλητές του συνεδρίου θα είναι οι διακεκριμένοι καθηγητές: 
 Simon E.V. Phillips Dept. of Biochemistry, Univ. of Oxford & Rutherford Appleton Laboratory, Harwell, Oxford, UK 
Mechanism of Hydrogen Activation by [NiFe]-Hydrogenases
Keynote on Friday October 7 
 και 
 David Gilbert College of Engineering, Design and Physical Sciences, Brunel University London, UK.
Whole genome bacterial metabolic design - principles and challenges for computational synthetic biology
Keynote on Saturday October 8
Προσκεκλημένοι ομιλητές
Konstantinos BEIS, Membrane Protein Lab, Imperial College London, UK
Theodora CHOLI-PAPADOPOULOU, Department of Chemistry, Aristotelian University of Thessaloniki, Greece
Vassilios DRACOPOULOS, Foundation for Research & Technology (FORTH/ ICE-HT), Patras, Greece
Christina KARATZAFERI, Department of Physical Education & Sport Science, University of Thessaly, Greece
Michael KOKKINIDIS, Dept. of Biology-Univ. of Crete & IMBB-FORTH, Greece
Demetres LEONIDAS, Department of Biochemistry and Biotechnology, University of Thessaly, Larissa, Greece
Konstantina MERGIA, NCSRD Demokritos, Athens, Greece
Tassos PAPAGEORGIOU, University of Turku, Finland
Anastassis PERRAKIS, The Netherlands Cancer Institute, Amsterdam, The Netherlands
Emannuel SARIDAKIS, NCSRD Demokritos, Athens, Greece
Savvas SAVVIDES, VIB Inflammation Research Center (IRC), Ghent University, Belgiu
Stratos STRATIKOS, NCSRD Demokritos, Athens, Greece
Pantelis TRIKALITIS, Department of Chemistry, University of Crete, Greece
John VAKONAKIS, Department of Biochemistry, University of Oxford, U.K.

Topics
Submitted contributions should address novel bioinformatics methods, algorithms, databases, tools and applications for research and development in one or more of the following domains:

· Population Genetics

· Genome analysis 

· Sequence analysis 

· Phylogenetics 

· Structural Bioinformatics 

· High-throughput biomolecular analysis 

· Genetics and Population Analysis 

· Systems Biology 

· Data and Text Mining 

· Biological Networks

· Visualization

· Databases and Ontologies

· Personalized Medicine

· Biodiversity
· Macromolecular Crystallography

· Structure of Small Molecules & Materials

· Molecular Structure by Other Methods
